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Peptide Sequence Modifications Theoretical | Observed Error
P a MW (Da) | MW (Da) | (PPM)

HC:T19 DTLMISR 418.2208 418.2214 | 1.54607

HC:T19 DTLMISR Oxidation@4(258) 426.2182 426.2189 | 1.71972

— @ +MS/MS (100 - 2000) from Training_IlgG1_IgG4_ZTY_PM_20211118.wiff2 (sample 1) - IgG1_Trypsin, Experiment 4 @ 16.45 min, Precursor: 418.2214 Da.

@ +MS/MS (100 - 2000) from Training_IgG1_IgG4_ZTY_PM_20211118.wiff2 (sample 1) - IgG1_Trypsin, Experiment 3 @ 13.44 min, Precursor: 426.2190 Da.
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